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Uncompressed view (genome scale) Database ver. 1.0&2.0
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Compressed view (deleted genome regions of intron only)

C-NTZRP 700161 ALAZ — = |
MM_ 182580 1 ALAZ _: : O ——

BCOS36E3. 1 ALAZ _: ; R ———

ENST00000310611 ALAz — o e

C-CTONGZ001605 ALAz

EXE47509. 1 ALlAZ = [P

C-BRACEZ030538 ALAz P —————

< |
chrl +4658

cDNA annotation setting window

Intron settin,

-

b Uncompressed ™

ODmDrEii;;)llllllllllllllllllll-ll-llll

Settings

Sorted |] cOMA S

= I Arrctation Il7 Piam

ORF setting

Reference cOMNA

| IEEIEEEE]

|
W ipsorRT M signalr Misosur Abscisss scale | 2 = '+ _ Aonke | i

= I




